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Steroid Biosynthetic Pathways
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Oleic acid (18:1 A9) Linoleic acid (18:2 A%12)

o fatty acid 8 fatty acid
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Number Melting
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Carbons °C)
1g ~ Lauricacid 12:0 CH,(CH,),,COOH 44
(dodecanoic acid)
14 Myristic acid 14:0 CH,(CH,),,COOH 53
16 Palmitic acid 16:0 CH,(CH,),,COOH 63
18 Stearic acid 18:0 CH,(CH,),;COOH 70
16 Palmitoleic acid 16:149 CH,4(CH,);CH=CH(CH,),COOH —0.5
18 Oleic acid 18:149 CH,(CH,),CH=CH(CH,),COOH 13
18 Linoleic acid 18:249,12 -5
18 a-Linolenic acid 18:349,12,15 -11
18 y-Linolenic acid 18:346.9.12 -11
20 Arachidonic acid  20:445.8,11,14 -50
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Crossing Membranes — Thermodynamics

For entering a compartment:

AG = RTln(CCi” )+ Z TAY
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Crossing Membranes — Kinetics
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Channels
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Gap Junctions
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Homo sapiens connexin-26 gap junction hexamer (pdb ID 2ZW3)



Pumps
AG = RTln(%) + Z7AY + AG,
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b. Electron transport proteins
B. Electrochemical gradient dependent

C. Light-dependent

Bacteriorhodopsin structure
from PDB ID 1C3W

All-trans-retinal

Lys216 (forming Schiff base
to retinal)



