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X-ray Crystallography

1. Making protein

2. Making crystals

3. Diffraction quality crystals





X-ray Crystallography

1. Diffractometers

2. Synchrotron radiation



Diffraction
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Fm(h,k,l) = f j(S)e2πi(hxj +kyj +lzj )

j

∑  

Unit cell Structure Factor:



Phase
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F = F eiφ = Fr + iFi  
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Phasing

1. Multiple Isomorphous Replacement (MIR)
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Phasing

2. Multiwavelength Anomalous Diffraction (MAD)

3. Molecular Replacement



Model Building



Model Building
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