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Folic Acid Metabolism
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Purine Synthesis (continued)
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Nucleotide Conversion Processes

0

0 o {\spartate 0 o
0
0
NH, o @®NH;, HN Fumarate O NH,
z N N GDP z N o) S} z N
S N:II\? Hy0 §H4 50 HN:EI\} aTP *Pi o S N:II? (jo/\)LO = I\L | N\>
%—1‘%»0—01{2 Iﬁ, E f 0—1%»070}12 ﬁ E f 0—1‘%—0701{2 Ig ) f 60—1“7~0ch2 g
0 AMP 0 Adenylﬂ}futccmale 0 Adenylosuccinate ©
OH OH deaminase OH OH snihetase OH OH byase OH OH
enosine Inosine . enosine
Mo?n%};}izls)}))hate Montz}ﬁ]\j/i)l:s,)phate A:]igziﬁiﬁ;;;?ze Moﬁ?g}ﬁ/([)ls)}))hate
ATP ADP
AMP ‘\ /A~ ADP
Adenylate ATP ADP
kinase \ j
GDP = ~_= QTP
Nucleoside
ATP ADP diphosphate
\ / kinase
GMP == = GDP
Guanylate
kinase
NH, NH,
N7 N\ ATP ADP N7 N\
L LY o L
N~ N O N
HO—CH, 0 » O—IIT—O—CHQ 0
Adenosine O
) kinase Adenosine
Adenosine OH OH OH OH Monophosphate

(AMP)



Pyrimidine Synthesis
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Thymidine Synthesis
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Regulation of Nucleotide Synthesis
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Purine Salvage
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Purine Breakdown
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Purine Excretion
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Ribonucleotide Reductase
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Ribonucleotide Reductase Mechanism
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