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Polyketide Synthesis
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Prostaglandin Synthesis
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Anti-inflammatory Drugs
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Acetaminophen Metabolism
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Cytochrome P450 Enzymes
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Glucocorticoid effects

Liver

1 Gluconeogenesis and glucose release
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Skeletal muscle

} Glucose uptake
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| Protein synthesis

1 Protein breakdown

Adipose Tissue
} Glucose uptake
?Hormone sensitive lipase expression
1 Lipid mobilization and redistribution

Immune System

JNumber and activity of lymphocytes
| Capillary permeability
JInflammation

1 Susceptibility to infection
General Permissive effects
?Maintenance of blood pressure
1 Kidney function

1Survival of stress

Other effects

JInsulin release

yInsulin action

} Short-term memory formation

1 Phenylethanolamine-N-
methyltransferase (Adrenal medulla)

1 Lung surfactant formation

{ Wound healing

Mineralocorticoid Effects
}Sodium excretion
1Potassium excretion
1Blood pressure

Estrogen effects

?'Maturation of internal sex organs in
female

1 Breast development

1 Uterine lining growth

1Skin structure
1Blood vessel structure
1 Coagulation
1 Lipid profiles
| Bone resorption
1 Progesterone receptor
Effects in brain
Progestin effects
1 Breast development
1 Uterine lining differentiation
JInsulin levels
Effects in brain
Androgen effects
?Internal male sex organs
1 External male sex organs
1 Sperm production
1 Skeletal muscle
1Bone formation
1 Libido

Psychological effects
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Members of the Steroid Hormone Receptor Superfamily
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