Amino Acid Breakdown
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Aminotransferases
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Glutamate Dehydrogenase
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Bovine Glutamate Dehydrogenase (PDB ID 3MW9)
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Overview of Amino Acid Breakdown

* Denotes amino acids that enter the TCA
cycle in more than one place

Bold denotes gluconeogenic amino acids
Italics denotes ketogenic amino acids

Bold italics denotes amino acids that are
both glucogenic and ketogenic
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Glutamine Metabolism
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Urea Cycle
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Metabolism of Small Side-chain Amino Acids
(Glycine, Serine, Cysteine, and Threonine)
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Metabolism of Phenylalanine and Tyrosine
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Branched-chain Amino Acids
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Arginine, Proline, and Histidine Conversion to Glutamate
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Tryptophan and Lysine
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Methionine and S-Adenosylmethionine
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Folic Acid
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Folic Acid Metabolism
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