Regulation of Glucose Metabolism by Intracellular Compounds
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Fructose-2,6-bisphosphate synthesis and breakdown
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Stereoview of Phosphofructokinase-2/Fructose-bis-phosphatase-2
(Rattus norvegicus, PDB ID 1BIF)




TCA Cycle Regulatory Enzymes

Enzyme Stimulators Inhibitors Comments
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TCA Substrates
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Regulation of Glucose Metabolism (Liver)
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Regulation of Glucose Metabolism (Skeletal Muscle)
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