Enzyme Mechanisms

Protease:
Peptidase:
Endopeptidase:
Exopeptidase:

Serine protease:

PDB ID 1CAO0 (chymotrypsin) and 2CGA
(chymotrypsinogen)

Subtilisin
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Aspartyl Protease

HIV Protease
(from PDB ID 1HVH)
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